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Identification of Microsatellite Markers Linked to Fusarium Head Blight Resistance
Genes in Wheat
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Table 1: QTL analysis for AUDPC, using CIM in the population derived from crossing between Falat/Sumai3,
infected by F. graminearum

Area under the disease progress curve

Source of . .
resistance  Chromosome LOD VE Location distance Model
allel (logarithim of (percent of explanied (Interval)
odds) phenotypic variance)
Sumai#3 3B 3.22 8.6 Xgwmb33-Xgwm493 CIM
5B 4.02 7.4 Xgwm371-Xgwm540 CIM

CIM = Composite Interval Mapping
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AGRICULTURAL BIOTECHNOLOGY, Vol. 11, No.1, 2012 Summary

Identification of Microsatellite Markers Linked to Fusarium Head Blight Resistance
Genes in Wheat

Hotamsorouri', K., Mazahery-Laghab?", H. and Mardi®, M.

Abstract

In order to identify the molecular markers Linked to Fusarium head blight resistance genes in wheat, Fs4 and Fa.5
populations derived from crossing between cv. Falat (susceptible) and cv. Sumai3 (resistant) were evaluated, during two
years in farm conditions, under artificial infection. Disease development was measured by area under the disease
progress curve (AUDPC). The parental polymorphism was assessed using 170 SSR primer pairs. The 41 polymorphic
primer pairs were selected for genotyping of Fs, individuals. The phenotypic results indicated that, parents and the
segregating populations had significant differences for FHB resistance. The best segregation for the resistance was
observed in 22 to 26 days after the initial infection. The results of molecular analysis indicated 2 QTLs related to
disease resistance, on short arms of 3B and 5B chromosomes, explained 16 % of the phenotypic variation for AUDPC.

Keywords: AUDPC, Fusarium head blight, Microsatellite, Wheat
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