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1. Enzyme Linked Immuno Sorbent Assay (ELISA)
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Table 1: Primer combinations used for AFLP
analysis
Name DNA sequence

MOl 5-GATGAGTCCTGAGTAA-3’

EO01 5-GACTGCGTACCAATTC-3’

E31 5-GACTGCGTACCAATTCAAA-3’
E32 5-GACTGCGTACCAATTCAAC-3’

E34 5-GACTGCGTACCAATTCAAT-3

E38 5-GACTGCGTACCAATTCACT-3’

M31 5-GATGAGTCCTGAGTAAAAA-3’
M32  5’-GATGAGTCCTGAGTAAAAC-3’
M34  5-GATGAGTCCTGAGTAAAAT-3’
M36 5-GATGAGTCCTGAGTAAACA-3’
M38 5-GATGAGTCCTGAGTAAACT-3’
M39  5-GATGAGTCCTGAGTAAAGA-3’

4. Pre-amplification
5. Selective amplification
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1. Denaturation
2. Annealing
3. Extension
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3. Un weighted pair-group method with arithmetical
averages (UPGMA)
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1. Loading buffer
2. X-ray film
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Table 2: Denomination and different agronomical traits of Bidane sefid clones
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Kred Bidaneh Qermez 92 86 26 15 14 1.2 22 1.2 1.8 Red
K1 Bidaneh sefid 85 80 29 12 1.2 1.2 205 0.98 1.8 Yellow
K3 Bidaneh sefid 96 96 29.5 11 15 14 215 0.96 2 Yellow
K4 Bidaneh sefid 90 81 295 12 1.7 1.4 215 081 1.6 Light yellow
K9 Bidaneh sefid 100 90 25 14 15 1.2 225 097 1.7 Yellow
K12 Bidaneh sefid 80 70 28 12 14 1.25 24 0.76 19 Yellow
K25 Bidaneh sefid 127 121 25 124 12 11 21 1.05 1.7 Yellow
K35 Bidaneh sefid 80 70 28 14 14 12 222 0.9 18 Yellow
K59 Bidaneh sefid 126 115 25 14.2 1.2 11 214 1.01 1.9 Yellow
GRA1-1 Bidaneh sefid 80 72 26 125 1.7 1.2 22 095 1.85 Yellow
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Table 3: Allele length at 23 SSR loci developed from 10 clones
Locus Alleles Locus Alleles Locus Alleles
VVMD5 234:234 D12 158:184 VVS3 212:218
VVMD7 240:254 UCH29 211:300 VVS4 174:174
VVMD8 145:152 ISV2 143:143 VrZAG47 159:169
VVMD17 222:222 ISV3 133:139 VrZAG62 188:188
VVMD21 249:258 ISV4 197:197 VrZAG64 143:159
VVMD25 243:253 G7 106:118 VIZAG79 248:260
VVMD26 247:249 G10 149:149 VIZAG83 194:194
VVMD27 181:190 VVS2 145:151
AFLP
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Table 4: primer combinations, total bands detected and humber of
polymorphic bands of AFLP.

Primer combination  Total bands Polymorphic bands
E32-M38 48 1
E34-M34 44 0
E38-M36 85 1
E34-M38 62 0
E31-M32 97 2
E32-M31 96 4
E34-M39 67 0

ERED
K35
GR4l-1
K59
Kl
E3
K4
E9
El2
K25
D!IJIJ I I I I DSIG I I I D;S I I I DSIlS I I I I IJE'IEI
Coefficient

AFLP slaosls Lulul 5 )65l slayelS sladss i 5l Jol> ol 5,000 ) S
Fig 1: Dendrogram of genetic relationships clones based on AFLP data
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Study of Genetic Differences of Grapevine (Vitis vinifera L.) cv. Bidaneh Sefid Clones
Using SSR and AFLP Markers

Doulati Baneh', H. and Mohammadi?, S. A.
Abstract

Clonal selection has become the most important way to improve the quality of grape cultivars. Nowadays, there
is a need for reliable and precise methods to characterize of clones for use by nurseries and breeders. To assess the
genetic differences among clones of grapevine (Vitis vinifera L.) cv Bidaneh sefid, 10 selected clones from a clonal
selection program were analyzed by 23 Simple Sequence Repeats (SSR) and seven Amplified Fragment Length
Polymorphism (AFLP) primer combination. No intra-varietal differences could be detected by SSRs among clones
whereas eight out of the 499 AFLP fragments generated by the seven primer combinations were polymorphic. The
number of markers ranged from 44 (E34-M34) to 97 (E31-M32) with an average of 71.3 fragments per primer
combination. Cluster analysis based on AFLP data were separated all the clones of Bidaneh sefid in two groups. The
first group includes nine white berry skin clones, without any genetic differences and the second group with only a red
berry skin clone. AFLP could only differentiated the red berry clone from other white berry clones.

Keywords: Grapevine, Clone, Genetic Difference and Molecular markers
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