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Genetic Diversity of Ralstonia solanacearum Infecting Potato in Kerman Province
Using rep-PCR Analysis
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BOX A1R CTACGGCAAGGCGACGCTGACG
ERIC 1R ATGTAAGCTCCTGGGGATTCAC
ERIC 2 AAGTAAGTGACTGGGGTGAGCG
REP1R-I IHHHCGICGICATCIGGC
REP2-I ICGICTTATCIGGCCTAC
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Fig. 1: DNA fingerprinting of 14 selected isolates of biovar 2 Ralstonia solanacearum by using BOX primer, M: DNA
ladder 1kb (Fermentase), 15: Negative control
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Fig. 2: DNA fingerprinting of 14 selected isolates of biovar 2 Ralstonia solanacearum by using ERIC primer, M: DNA
ladder 1kb (Fermentase), 15: Negative control
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Fig. 3: DNA fingerprinting of 14 selected isolates of biovar 2 Ralstonia solanacearum by using REP primer, M: DNA
ladder 1kb (Fermentase), 15: Negative control
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Fig. 4: The dendrogram of 14 selected isolates of biovar 2 Ralstonia solanacearum on the base of UPGMA method,
using NTSYSpc2.0 software
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