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Table 1: The cultivars used in this research which located in two groups of improved and local cultivars

09,5 o8, pb S, 03,5 o8, pb )
Group Cultivar name Row Group Cultivar name Row
odls Mol 39,908 24 o ol las 1
Improved Sefidrood Improved Neda
le;u sjj)o o5 03D C)La‘ By 2
Local Darang Improved Yosen
e Sy 26 shxe ] 3
Local Gharib Local Abji-boji
o3 ol IR60966 27 e Pl 4
Improved Local Binam
o3 ol IR56 28 o35 el IR62030 5
Improved Improved
o3 ol IR24 29 o3 e IR60 6
Improved Improved
o3 ol IR28 30 o3 e IR68 7
Improved Improved
e i 31 o3 | IR36 8
Local Champa Improved
o5 Lol IR58025 32 s G 9
Improved Local Sadri
e S 33 o3 | IR66232 10
Local Bejar Improved
tslz" b.)j‘ 34 Glm ra)Ua S 11
Local Unda Local Sange-tarom
le;m ob; 35 AW C)Lol \ J.a‘ 12
Local Gerdeh Improved Amoll
le;m ey 36 W) C)Lo‘ \“J,o] 13
Local Rashti Improved Amol3
le;m Caod 37 ol C)Lol u.aj.)lf 14
Local Dasht Improved Kadus
;l;m PLERR) 38 W C)Lol )l',:} 15
Local Ghashangeh Improved Khazar
Local Salari Local Sange-jo
le;m Ls»Lo.l.io 40 W) C)Lol Cos 17
Local Deilamani Improved Nemat
sl s o)l 41 e Sy Pe 18
Local Trom-mahali Local Dom-zard
le""’ P)‘U S e 42 le’“ - 19
Local Ilam Anbarboo Local Hasani
EN ool solal 43 N ol 20
Local Ahlami-tarom Local Hashemi
‘_,’J.m f’)U" Pl 44 uaJ‘z" PR Gt 21
Local Mirtarom Local Mohamadi-chaparsar
oo olewos 45 oss sl oo 22
Local Domsiah Improved Saleh
uim P et 23
Local Anbarboo
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Table 2: Specific primer pairs used in this research

(a' ....................... \M) ‘5”3.7 )f)Lcl r-,b ()L, Q&_.,. UYJ‘“) M}Q Pﬁ)?"’ﬁjs u) loL’
Sequence (3'............ 5" Primer name Position (Mbp) Chromosome  Gene name
ATGATTGTGTGTATATTCTCGCTT Ehd1-F 171 10 Ehd
ATGTTCTTCATGCATATATCCTTG Ehd1-R '
ATGAGAAATGGAGACTATGCC Ehd3-F 0.3 8 Ehd3
TGGGACTTGCTTAATATCAGG Ehd3-R '
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(2000 « Ss5 g neis) SPSS V.16 ,l38le 5 5l ool L
5 (e 4350 D oslaiul t u}aﬂ 51 oo 5 00 s
390 Pl (gan0g ;5 (sl o plxil SAS lBle 5 b (gem 5
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Table 3: Analysis of variance for heading date of the studied cultivars

PoF F Sty Sl ST 4z S
Mean square df SOV
0.073 3.37 2.84™ 1 )IJ_S
Replicate
Genotype
44 o>
Error

aiboo 1Y g 10 (5,0 cxe 5 (5 l0 cire et odimo i oS ey sk g NS
ns and **: Indicating non-significant and significant differences at 1% level
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Table 4: Statistics related to heading date in pooled population and improved and local rice cultivars

Gs)) oeSle Sl Bl Ao Sl 09,5
Mean (days) S.d Maximum Minimum Group
92.37%* 6.75 107 78 o35 el ¢
Improved cultivars
84.04 8.87 109 68 s o)
Local cultivars
86.98 9.22 109 68 F
Total

\.\.MJLSGA /A CJ‘:““ 59 t L)?"’)—‘ L u.l.?u ‘als)‘ wi’L».ﬁ L oo C)Lo‘ ‘nlﬁ)‘ u..i‘t.,o usLa.; OO )‘QGM o..\..aéul.....g t3feske
**: Indicating significant differences between the means of improved and local cultivars using t-student test at
1% level
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Fig. 1: Dendrogram of clustering cultivars base on phenotypic data using UPGMA method
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Table 5: Means of the three groups discriminated in cluster analysis and their comparison
Sils e Sl 09,5
Mean Maximum Minimum Group
103.4? 109 98 1
68.7¢ 69 68 2
84.2° 96 77 3
92.6 96 89 1-3
78.4 87 77 2-3
Ml;‘-;a M)é\ C.la.w)o oa)fmu.j)t.‘o ugl.‘u C)oﬁ.‘s)‘.bsbm ).ial.u :Csbca
a, b and c: Indicating significant differences between three group means at 1% level
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Fig. 2: Top: result of multiple alignment between Ehd1- carrying accessions in which the position of two adjacent SNPs
is depicted by a rectangular. Bottom: schematic representation of two adjacent SNPs in Ehd1 gene between Niponbare

(japonica subspecies) and Kasalath (indica subspecies) cultivars and their displaying system using allele-specific
oligonucleotide primers. Positions of primers on each accession are shown
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Tohoku IL9 > Amplification
(AB517626) D = ——15607
Mutant . .
Tohoku IL9 > No amplification
(AB517627) -11bp = 539%
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Fig. 3: Top: result of multiple alignment between Ehd3- carrying accessions in which the position of an InDel region is
depicted by a rectangular. Bottom: schematic representation of an InDel region in Ehd3 gene between Tohoko 119

(japonica subspecies) and its mutant line and their displaying system using allele-specific oligonucleotide primers.
Positions of primers on each accession are shown.
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Fig. 4: Banding pattern of Ehd1-specific marker
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Fig. 5: Banding pattern of Ehd3-specific marker
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Table 6: Effect of Ehd1 gene on heading date

e o Gy (sial3dl 3l I T (5ol I T 5eSile
(R?) Additive effect (days) | allele mean J allele mean
0.121™ 3.37 84.73 91.47 F
Total
0.011" 0.74 91.43 92.92 o35 | f}s)'
Improved cultivars
0.021" 1.48 82.70 85.67 e )

Local cultivars

aibgo do 0 ) mhaw ;0 o9 LIo Jme g 09 Slo Jme e saiolid (ol S s g NS
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Fig. 6: Schematic representation of action of Ehd3 and Ehd1 genes in regulatory gene network in rice
photoperiodic flowering pathway (Adopted from Matsubara et al., 2011)
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Table 8: Observed and expected (in parenthesis) effects of paired combinations of alleles of Ehd1 and Ehd3 genes
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