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Fig. 1: Amplification of Def2 gene from Trigonella foenum-graecum using MDef-F/R as primers, M= 100bp
ladder (Fermentas)
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Fig. 2: Confirmation of pJETMES3, containing genomic DNA of Def2 gene by 1) PCR pattern using MDef-F/R primers,
2) digestion pattern using Xbal, M= 100bp ladder (Fermentas)
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Fig. 3: Amplification of cDNA of Def2 gene from Trigonella foenum-graecum using MDef-F/R primers, M= 100bp
ladder (Fermentas)
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Fig. 4: Confirmation of pJETME4, containing cDNA of Def2 gene by 1) PCR pattern using MDef-F/R primers, 2)
digestion pattern using Xbal and Xhol, M= 100bp ladder (Fermentas)
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Fig. 6: 3D structure of Def2 peptide from Trigonella foenum-graecum. 1) a-helix and B-sheet structures, 2)
demonstration of disulfide bond in Def2 peptide
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Fig. 7: A) Percentage of sequence similarity and divergence between amino acid sequence of Def2 peptide and those of
other plant defensins in GenBank. B) Phylogenetic tree and sequence distances of Def2 amino acid sequences
comparing with defensins from Trigonella foenum, Cicer arietinum, Cajanus cajan, Medicago trincathula, M. sativa,
Thapsia villosa, Arachisdiogoi diigoi and Pisum sativum
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