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Table 2: Mutations position and frequency of Afshari sheep breed haplotypes
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Table 3: Nucleotide diversity of Asian multi-breed and comparison with Afshari sheep
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Researcher Nucleotide diversity Sampels Species
ol aslllae 0.00268 19 L1 Sl5 2k
Present study Afshari sheep breed
VYAA (soiile dames 0.0072 10 Seoli diangS
Mohammadhashemi, 1388 moghani sheep breed
VYAP (3o 0.0100 14 ok ol5 auaes
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74



el (Soifelad o (Soi§ Judod g 4 35
@ DQ097431.1
DQ791092.1
DQ791200.1
EU019184.1 B
HM042765.1
DQ491613.1
DQ491695.1
DQ320068.1
HM236181.1 77|
AY829402.1
& DQ2422121
FJ531545 1
HM042814.1
AY829400.1
HM042817 1
AF010407.1
— MW DQ097451.1 -k
DQ790900.1 t

AFSHARI
EU308497 (BALOCHI)
735247 1
FJ531545 (MOGHANI)
EU308498 (ORYAL) ——
HM042831.1 a
DQ791247.1

A DQO097457 1
DQY03251.1

L
AY829416.1 —
DQY03302.1
HM042833.1

W

-D

HMO042777 1
AY829404 1

0.01
05,5 =535 B snlishle 05,5 = 518) NG s, & s MEGAS I3l i b sy s 5 HVR-| als _55kd oy Y S

(C nbshle o5 =cdin s A obshle 05,5 =p0y0 D obshla

Fig. 2: Phylogenic tree using MEGAS Software and NG method (Circle= B Haplogroup, Rhombic = D Haplogroup,
Square = A Haplogroup and Triangle = C Haplogroup)
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Table 4: Genetic distance and percent identity between different species Scores in row related to genetic distance and in
column related to nucleotide differences

1 2 3 4 5 6 7 8 9 10 11 12
HMO042814.1 1 0.00 0.00 0.00 0.00 0.00 0.00 0.01 0.01 0.00 0.01 0.03
AY829400.1 2 0 0.00 0.00 0.00 0.00 0.00 0.01 0.01 0.00 0.01 0.03
HMO042817.1 3 0 0 0.00 0.00 0.00 0.00 0.01 0.01 0.00 0.01 0.03
735247.1 4 1 1 1 0.00 0.00 0.00 0.01 0.01 0.01 0.01 0.03
AF010407 5 0 0 0 0 0.00 0.00 0.01 0.01 0.00 0.01 0.03
DQO097451.1 6 0 0 0 1 0 0.00 0.01 0.01 0.00 0.01 0.03
DQ790900.1 7 0 0 0 1 0 0 0.01 0.01 0.00 0.01 0.03
EU308497(BALOCHI) 8 4 4 4 5 4 4 4 0.00 0.00 0.01 0.02
AFSHARI* 9 4 4 4 5 4 4 4 0 0.00 0.01 0.02
FJ531545(MOGHANI) 10 2 2 2 3 2 2 2 2 0.00 0.02
FJ532545.1 11 4 4 4 5 4 4 4 4 4 2 0.03
EU308498(ORYAL) 12 13 13 13 14 13 13 13 9 9 10 13
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